Kinetics evaluation of
Protein A - Human IgG
using iMSPR-mini/F &
COOH-Au chip (2D)
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Materials

Instrument: iIMSPR-mini/F

Sensor chip: COOH-Au chip

Immobilization Reagent: Amine coupling kit
(ACK50)

Immobilization buffer: Acetate buffer pH4.0
(AB40)

Running buffer: 1xHBST (HB50)

Regeneration buffer: Glycine-HCl pH1.5 (G15)
Ligand: Protein A

Analyte: Human IgG
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Results
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R3. Curve fitting: one to one binding
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