Kinetics evaluation of CAIll-
Small compounds using
iIMSPR-mini/F & HC1000M
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Materials

Instrument: iIMSPR-mini/F

Sensor chip: HC1000M

Immobilization Reagent: Amine coupling kit
(ACK50)

Immobilization buffer: Acetate buffer pH4.0
(AB40)

Running buffer: 1xHBST (HB50)

Regeneration buffer: Glycine-HCI pH1.5 (G15)
Ligand: Carbonic anhydrase Il
Analyte: Acetazolamide (222Da),
(331 Da)

Furosemide
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Analyte binding
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Results
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S1. Acetazolamide
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R2. Acetazolamide Curve fitting: one to

one binding model

50

Immobilization Level

Brmax

Ka (Association rate, 1/M*s)
Kq (Dissociation rate, 1/s)
Ko (Affinity)

Chi?

6000 RU
29.3 RU
432 x 10*
468 x 10
108nM
429

S1. Furosemide
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R3. Curve fitting: one to one binding
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Brmax

Ka (Association rate, 1/M*s)
Kq (Dissociation rate, 1/s)
Ko (Affinity)

Chi?

6000 RU
69.0 RU
8.09 x 103
1.98 x 102
2450nM
1.83




